1 5 A P R I L Correspondence Table. 1. Prevalence of capsule serotypes, magA and k 2 A in 61 isolates causing abscesses of the liver and other organs identified in southern Taiwan.
This question addresses the second common clinical occurrence in liver abscess strains and has not been well studied, even though the serotype-specific cps region of the K. pneumoniae K2 serotype has been reported [5] . On the basis of the above findings, we postulated that PCR analysis for the open reading frame (ORF)-9 region (the K2 capsule-associated gene A [k 2 A]) of K. pneumoniae Chedid strain (K2), which corresponds to the magA region in the cps gene clusters of K1 strain [2, 5] , could be used as a highly specific diagnostic method to identify the cps of K. pneumoniae capsule K2 serotype. Therefore, we assessed the prevalence of magA and k 2 A in our collection of 61 nonrepetitive K. pneumoniae isolates causing primary liver abscess ( ) and other n p 44 abscesses ( ), which were collected n p 17 at 2 medical centers in southern Taiwan. Abscesses other than the liver involved the neck ( ), psoas muscle ( ), lung n p 4 n p 3 ( ), pleural cavity ( ), and 1 n p 3 n p 2 each for pericardial cavity, kidney, pancreas, paraspinal muscle, and abdominal wall. All isolates were serotyped using a countercurrent immunoelectrophoresis method [6] . Antisera were provided by the Gram Negative Serotyping Unit, Laboratory of HealthCare Associated Infection, Health Protection Agency (London, UK). K. pneumoniae ATCC9997 (K2) was used as a control strain. Using crude genomic DNA as the template, PCRs were performed by using the magA-specific primers (forward, 5 -GGTGCTCTTTA-CATCATTGC-3 ; and reverse, 5 -GCA-ATGGCCATTTGCGTTAG-3 ) [7] and k 2 A-specific primers (forward, 5 -CAACC-ATGGTGGTCGATTAG-3 ; and reverse, 5 -TGGTAGCCATATCCCTTTGG-3 ). PCR products (experiments were performed 13 times) from 1 represented strain KP344 (capsule serotype K2) were repeatedly DNA sequenced using k 2 A-specific primers and were confirmed as the same sequence. The target sequence was cloned into Escherichia coli DH5a for further sequencing, which showed a high level of identity (99% homology) with the published target sequence of ORF9 region of K. pneumoniae Chedid (K2) strain [2, 5] ; this was selected as the positive control for the subsequent k 2 A PCR experiments (GenBank accession number ER221827).
We found that all the K1 and K2 strains were magA and k 2 A positive, respectively, and that all the non-K1/K2 strains were negative to magA and k 2 A, regardless of isolates recovered from abscesses of the liver or other sites (table 1). The occurrence of K. pneumoniae liver abscess with metastatic infections was 13% (3/23 isolates) for K1 strains and 10% (1/10 isolates) for K2 strains, but there was none for non-K1/K2 strains, similar to a previous report [8] . The prevalence of serotype K1 (52.3%) and serotype K2 (22.7%) among liver abscess strains was comparable to previous data for K1 (63.4%) and K2 (14.2%) [8] but was rather different from the data for K1 (83.3%) and K2 (2.4%) reported by Chuang et al. [2] .
Compared with non-K1/K2 strains, K1 and K2 isolates are generally more virulent and are highly resistant to phagocytosis [9] [10] [11] , which may explain their high prevalence in liver abscess strains, particularly with a propensity to cause distant septic metastasis [8] . The substantial prevalence of K2 isolates in our results suggests a need for rapid detection of K2 serotype in addition to K1 serotype. In addition, K2 isolates ranked as the most prevalent K. pneumoniae in a collection of European isolates [12] . Our results suggest that PCR analysis is a rapid and reliable method for identification of both K1 and K2 capsule serotypes that could be helpful in seroepidemiologic studies and in early tracing of contingent metastatic infections in patients with liver abscess [2, 3] . [3, 4] . We also find that by PCR rmpA is present in several serotypes of K. pneumoniae strains, including K1 and K2 (data not shown). That may be the reason why rmpA appeared to more sensitive but less specific than magA in detecting primary liver abscess caused by K. pneumoniae [5] , given that K1 and K2 are the 2 major strains causing this disease [6] .
